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RREA R | HEE4 B |mwe HEE4 B |mwe wEEA R [wnea
305 |Escherichia coli & H 1% EHEC/VTEC 101| Plesiomonas sigelloides 1 001|Escherichia coli 001|Escherichia coli 72
093 |Escherichia coli BFRIRME ETEC 208| Campylobacter jejuni 1 118 | Haemophilus influenzae 003 | Salmonella Typhi
092 | Escherichia coli 8#EAY EIEC 209 | Campylobacter coli 030 | Neisseria meningitidis 004 | Saimonella Paratyphi A
094 | Escherichia coli J8IR KIBE M&EE! EPEC 2 023 | Campylobacter jejuni/coli F&HE 3 19 106 | Listeria monocytogenes 426 | Salmonella spp.
095 | Escherichia coli fth® T HIRTE 1 241|MRSA 1 241|MRSA 118 | Haemophilus influenzae
003 | Salmonella Typhi 024 | Staphylococcus aureus (MRSALLAY) 3 024 | Staphylococcus aureus (MRSALLSY) 030 | Neisseria meningitidis
004 | Sa/monella Paratyphi A 025 | Clostridum perfringens 2 032 | Streptococcus B 503 |Listeria monocytogenes 1
005 | Salmonella 02 026 | Clostridum botulinum, E 381|PRSP/PISP 102 | Pseudomonas aeruginosa 2
006 | Salmonella 04 2 027 | Clostridum botulinum E L9+ 038 | Streptococcus pneumoniae (PRSP/PISPLLS}) 241|MRSA 18
007 | Salmonella O7 028 | Bacillus cereus 1 &5t 0 0 024 | Staphylococcus aureus (MRSALLSY) 12
008 | Sa/monelia 08 Shigella dysenteriae E( ) 421 | Staphylococcus ATH 5— FEE 42
009 | Salmonella 09 Shigella flexneri () 032| Streptococcus B 4
010 Salmonella_09,46 Shigella boydii B ) SEEFE : IREE/MIAME  RR{RER( 2105 ) 381|PRSP/PISP 2
201 |Saimonella 01,319 090 | Shigella sonnei mRES R |EoieE 038|Streptococcus pneumoniae (PRSP/PISPELSY) 4
014 |Salmonella 013 091| Shigella A 037 |Bordetella pertussis 422| Anaerobes 4
015(Salmonella 018 041 Entamoeba histolytica 118| Haemophilus influenzae 11 042 | Plasmodium spp.
016 | Salmonella EELUSNDEE( ) 042 Cryptosporidium spp. 030 | Neisseria meningitidis 116 | Vibrio vulnificus
017|Salmonella EEABA 043 | Giardia lamblia 031|Streptococcus A 4 &t 161 0
503 | Listeria monocytogenes 501|ROTA virus 11 381 |PRSP/PISP 2
018| Yersinia enterocolitica 502[ADENO virus 1 038 | Streptococcus pneumoniae (PRSP/PISPLLS}) 2 SEEH A R BiAE( 1495 )
019| Y.pseudotuberculosis &t 48 0 036 | Corynebacterium diphtheriae mREA B moreE
405 | V.cholerae O1:El Tor,0Ogawa,CT(+) 504 |Influenza virus A 47 109 | Mycobacterium tuberculosis 8
406 | V.cholerae O1:El Tor,Ogawa,CT(-) S EEF L ERE BAHC 173 ) 505 |Influenza virus,AorB 6 110| Mycobacterium avium—-intracellulare complex 16
407 | V.cholerae O1:El Tor Inaba,CT(+) mREA B B 506 |RS virus 7 119 | Klebsiella pneumoniae 94
408 | V.cholerae O1:El Tor,Inaba,CT(-) 001 | Escherichia coli 3 &5t 79 0 118| Haemophilus influenzae 58
409 | V.cholerae O1:Classical,0gawa,CT(+) 119 | Klebsiella pneumoniae 3 039 | Legionella pneumophila
410| V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SEEM £ WA 497 ) 102 | Pseudomonas aeruginosa 166
411|V.cholerae O1:Classical,Inaba,CT(+) 030 | Neisseria meningitidis RERER R |EweE 241|MRSA 137
412 | V.cholerae O1:ClassicalInaba,CT(-) 102 | Pseudomonas aeruginosa 5 029 | Neisseria gonorrhoeae 024 | Staphylococcus aureus (MRSALLAY) 117
413 | V.cholerae 0139,CT(+) 163 | Mycobacterium spp. 032 | Streptococcus B 29 031|Streptococcus A 3
414 V.cholerae 0139,CT(-) 241 (MRSA 8 179 | Chlamydia trachomatis 032 | Streptococcus B 43
415| V.cholerae O1&0139LL4} 024 | Staphylococcus aureus (MRSALLAY) 6 124 | Ureaplasma 381 |PRSP/PISP 6
022| Vibrio parahaemolyticus 421 | Staphylococcus ATY 7t BEH 1 425| Candiida albicans 9 038 | streptococcus preumoniae (PRSP/PISPEISH) 23
104 | Vibrio fluvialis 381|(PRSP/PISP 162| Trichomonas vaginalis 422 | Anaerobes 14
115| Vibrio mimicus 038 | Streptococcus pneumoniae (PRSP/PISPLLS}) &t 38 0 125| Mycoplasma pneumoniae
116 | Vibrio vulnificus 422 | Anaerobes 4 &5t 685 0
206 | Aeromonas hydrophila 125|Mycoplasma pneumoniae
207 | Aeromonas sobria 1 116 Vibrio vulnificus ZERIR : MK - BEOK - B R E
111 | Aeromonas hydrophila/sobria F&R|€ 3 2 &5t 30 0 IHEE : REE & O S REE M S D ¥

MRSA;methicillin-resistant S.aureus

PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin—intermediate resistant S.pneumoniae
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